sponds to the gene grd-3, but its function is as yet uncharacterized [12] . There is currently no known function either for F55G11.4 or R09B5.3. Only the gene ZK6.7 encodes a protein that has clear homology to proteins in other species, being similar overall to vertebrate gastric lipases. It has recently been shown that four lipase genes are induced following immune challenge in Drosophila [13] . Thus, lipases are likely to contribute to innate immune defenses, conceivably acting directly against invading microorganisms. The remaining three genes encode lectin domain-containing proteins but do not have clear homologs in other species. In both vertebrates [14] and invertebrates [15] , certain lectins are known to play key roles in innate immunity. For example, in mammals, mannan binding lectin mediates the phagocytosis of pathogens [16] , while, in the cockroach, endogenous serum lectins have been shown to act as nonself recognition molecules [17] . In C. elegans, the lectins While not falling within the strict selection criteria applied to identify the seven genes shown in Table 1 In the intestinal cells, these vesicles are distinct ria [21] . Six of the ten C. elegans lysozyme genes are from the auto-fluorescent secondary lysosomes and aprepresented on the filters. In addition to lys-1, two othpear to be concentrated toward the apical surface (Figers, lys-7 and lys-8, showed a significant induction folures 2E and 2F). It is tempting to speculate that this lowing infection that was confirmed by Northern analysis reflects trafficking of the protein toward the lumen, per-( Table 2) . haps in a fashion analogous to granular exocytosis in All genes represented on our filter are expected to be E. histolytica [21] or to that seen for secretory lysosomes expressed constitutively, since the cDNA libraries used of cytotoxic T-lymphocytes [22] . In the future, it will in its production were obtained from worms grown on be interesting to establish whether these LYS-1::GFP-OP50. To determine the site of constitutive expression containing vesicles correspond to the vesicles that are of these different genes, we performed in situ hybridizasecreted into the intestinal lumen through holes in the tions on uninfected worms using the corresponding terminal web observed by electron microscopy [23] . cDNAs as probes. For lys-1, lys-7, and lys-8, expression
To establish whether lys-1 overexpression increases was mainly detected in the intestinal cells, as was the the resistance of worms to S. marcescens, we followed case for almost all of the other genes (Tables 1 and 2 
